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Demethylation in the promoter region of E-Cadherin gene induced by the transfected

human antisense DNA MTase gene
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west Hospital, Third Military Medical University, Chongging 400038, China)

Abstract: Objective To investigate the effects of the transfection of human antisense DNA MTase gene on the methylation status in the pro-

moter region of E-Cadherin gene in hepatocarcinoma cell line SMMCG-7721. Methods The constructed sense and antisense DNA MTase gene eu-
karyotic expression vectors were trandected into the hepatocarcinoma cell line SMMC-7721 with liposome DOTAP and the methylation status of E-

Cadherin gene in the promoter region was detected with methylation specific PCR(MSP). Results The constructed recombinant vectors were suc-
cesdully transfected into SMMG-7721 cell line with liposome DOTAP affirmed by amplifying the ectogenetic NeoR gene with PCR.  Demethylation with
MSP was found in the promoter region of F-Cadherin gene of the SMMG-7721 cell line tranfected with antisense DNA MTase gene fragment. Conclu-
sion Human antisense DNA MTase gene can induce demethylation in the promoter region of E-Cadherin gene, and maybe helpful for understanding

the wle of DNA MTase in the development of hepatocarcinoma.
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